Supplementary Table S7. Functional annotations for genes selected for clustering set II. 

Supplementary 7.1. GOBP for clustering set II..
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0005975
	Carbohydrate metabolic process
	20
	60
	32
	30
	0
	1

	GO:0006520
	Cellular amino acid metabolic process
	0
	0
	19
	8
	0
	0

	GO:0006629
	Lipid metabolic process
	0
	48
	0
	13
	0
	0

	GO:0006810
	Transport
	0
	71
	67
	54
	0
	0

	GO:0006952
	Defense response
	11
	26
	42
	26
	3
	2

	GO:0006970
	Response to osmotic stress
	12
	39
	33
	12
	0
	0

	GO:0006979
	Response to oxidative stress
	14
	7
	6
	12
	0
	0

	GO:0007154
	Cell communication
	0
	24
	42
	64
	0
	0

	GO:0007275
	Multicellular organismal development
	12
	31
	29
	28
	0
	0

	GO:0008219
	Cell death
	0
	0
	19
	0
	0
	0

	GO:0009266
	Response to temperature stimulus
	4
	1
	4
	10
	0
	0

	GO:0009617
	Response to bacterium
	4
	15
	16
	9
	0
	0

	GO:0009620
	Response to fungus
	5
	10
	15
	15
	0
	0

	GO:0010431
	Seed maturation
	0
	0
	3
	0
	0
	0

	GO:0010817
	Regulation of hormone levels
	3
	11
	9
	6
	0
	0

	GO:0015977
	Carbon fixation
	0
	0
	3
	0
	0
	0

	GO:0015979
	Photosynthesis
	2
	7
	6
	2
	0
	0

	GO:0019748
	Secondary metabolic process
	0
	21
	0
	0
	0
	0

	GO:0022900
	Electron transport chain
	0
	3
	6
	0
	0
	0

	GO:0040008
	Regulation of growth
	0
	5
	0
	0
	0
	0

	GO:0042546
	Cell wall biogenesis
	6
	6
	0
	0
	0
	0

	GO:0042594
	Response to starvation
	0
	0
	3
	0
	0
	0

	GO:0043900
	Regulation of multi-organism process
	0
	0
	1
	3
	0
	0

	GO:0044262
	Cellular carbohydrate metabolic process
	0
	19
	0
	0
	0
	0

	GO:0045087
	Innate immune response
	0
	12
	24
	21
	0
	0

	GO:0048364
	Root development
	5
	9
	5
	7
	0
	0

	GO:0048367
	Shoot system development
	0
	7
	10
	8
	0
	0

	GO:0048438
	Floral whorl development
	0
	0
	0
	2
	0
	0

	GO:0048513
	Organ development
	0
	17
	11
	15
	1
	0

	GO:0048519
	Negative regulation of biological process
	0
	13
	0
	23
	0
	0

	GO:0048608
	Reproductive structure development
	0
	0
	10
	0
	0
	0

	GO:0055085
	Transmembrane transport
	0
	20
	0
	10
	0
	0

	GO:0055114
	Oxidation-reduction process
	0
	13
	13
	3
	0
	0

	GO:0071555
	Cell wall organization
	1
	13
	10
	6
	0
	0

	GO:0072593
	Reactive oxygen species metabolic process
	0
	10
	0
	5
	0
	0



Supplementary 7.2. GOCC for clustering set II..
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0005618
	Cell wall
	6
	9
	6
	17
	0
	0

	GO:0005737
	Cytoplasm
	61
	197
	151
	89
	2
	6

	GO:0005774
	Vacuolar membrane
	0
	8
	4
	1
	0
	0

	GO:0005840
	Ribosome
	0
	9
	27
	2
	0
	0

	GO:0009579
	Thylakoid
	3
	15
	9
	4
	0
	0

	GO:0016021
	Integral component of membrane
	0
	5
	1
	3
	0
	0

	GO:0031225
	Anchored component of membrane
	1
	3
	4
	1
	0
	0

	GO:0031966
	Mitochondrial membrane
	0
	12
	5
	1
	0
	0

	GO:0043231
	Intracellular membrane-bounded organelle
	64
	0
	0
	0
	0
	0



Supplementary 7.3. GOMF for clustering set II.
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0000166
	Nucleotide binding
	21
	41
	17
	51
	2
	0

	GO:0003676
	Nucleic acid binding
	4
	23
	55
	29
	0
	2

	GO:0004857
	Enzyme inhibitor activity
	0
	0
	6
	1
	0
	0

	GO:0008233
	Peptidase activity
	0
	9
	9
	0
	0
	1

	GO:0015144
	Carbohydrate transmembrane transporter activity
	0
	4
	0
	0
	0
	0

	GO:0016757
	Transferase activity, transferring glycosyl groups
	3
	10
	8
	14
	0
	0

	GO:0016772
	Transferase activity, transferring phosphorus-containing groups
	0
	13
	0
	0
	0
	0

	GO:0016788
	Hydrolase activity, acting on ester bonds
	0
	6
	13
	0
	0
	0

	GO:0016798
	Hydrolase activity, acting on glycosyl bonds
	0
	16
	4
	13
	0
	0

	GO:0016866
	Intramolecular transferase activity
	0
	4
	0
	0
	0
	0

	GO:0042802
	Identical protein binding
	0
	2
	4
	4
	0
	0

	GO:0046983
	Protein dimerization activity
	0
	4
	0
	4
	0
	0

	GO:0050662
	Coenzyme binding
	2
	11
	4
	2
	0
	0




Supplementary 7.4. KEGG for clustering set Ⅱ.
	Major classification
	Sub classification
	C1
	C2
	C3
	C4
	C5
	C6

	Cellular processes
	Transport and catabolism
	10
	17
	6
	6
	0
	1

	Environmental information processing
	Signal transduction
	4
	5
	11
	20
	0
	0

	Genetic information processing
	Translation
	1
	10
	38
	6
	0
	1

	Genetic information processing
	Folding, sorting and degradation
	28
	17
	12
	10
	0
	0

	Metabolism
	Energy metabolism
	4
	28
	11
	3
	1
	0

	Metabolism
	Amino acid metabolism
	4
	28
	10
	7
	3
	1

	Metabolism
	Carbohydrate metabolism
	17
	84
	36
	23
	0
	0

	Metabolism
	Lipid metabolism
	2
	18
	15
	3
	0
	0

	Metabolism
	Biosynthesis of other secondary metabolites
	23
	165
	79
	55
	3
	3

	Metabolism
	Nucleotide metabolism
	1
	11
	2
	0
	2
	0

	Metabolism
	Metabolism of cofactors and vitamins
	0
	12
	7
	2
	0
	0

	Metabolism
	Overview
	3
	38
	15
	6
	0
	0

	Organismal systems
	Environmental adaptation
	7
	8
	11
	42
	1
	4




