Supplementary Table S6. Functional annotations for genes selected for clustering set I.

Supplementary 6.1. GOBP for clustering set I.
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0005975
	Carbohydrate metabolic process
	29
	237
	40
	1
	0
	0

	GO:0006081
	Cellular aldehyde metabolic process
	0
	66
	0
	0
	0
	0

	GO:0006139
	Nucleobase-containing compound
metabolic process
	77
	0
	0
	0
	0
	0

	GO:0006520
	Cellular amino acid metabolic process
	7
	110
	17
	0
	0
	0

	GO:0006629
	Lipid metabolic process
	23
	149
	16
	0
	0
	0

	GO:0006790
	Sulfur compound metabolic process
	0
	106
	0
	0
	0
	0

	GO:0006810
	Transport
	57
	424
	53
	1
	10
	0

	GO:0006952
	Defense response
	32
	146
	23
	0
	0
	0

	GO:0006970
	Response to osmotic stress
	11
	175
	30
	0
	0
	0

	GO:0006979
	Response to oxidative stress
	13
	42
	21
	0
	4
	4

	GO:0007049
	Cell cycle
	0
	55
	0
	0
	0
	0

	GO:0007154
	Cell communication
	0
	191
	28
	0
	0
	0

	GO:0007275
	Multicellular organismal development
	50
	215
	36
	3
	0
	0

	GO:0008219
	Cell death
	14
	49
	0
	0
	0
	0

	GO:0009617
	Response to bacterium
	10
	63
	11
	0
	0
	0

	GO:0009620
	Response to fungus
	9
	59
	10
	0
	0
	0

	GO:0009791
	Post-embryonic development
	29
	107
	24
	0
	0
	0

	GO:0009888
	Tissue development
	24
	91
	0
	0
	0
	0

	GO:0010015
	Root morphogenesis
	0
	46
	12
	0
	0
	0

	GO:0019222
	Regulation of metabolic process
	0
	267
	0
	0
	0
	0

	GO:0019725
	Cellular homeostasis
	0
	39
	0
	0
	0
	0

	GO:0019748
	Secondary metabolic process
	0
	77
	0
	0
	0
	0

	GO:0044262
	Cellular carbohydrate metabolic process
	0
	70
	0
	0
	0
	0

	GO:0045087
	Innate immune response
	26
	82
	15
	0
	0
	0

	GO:0048364
	Root development
	11
	54
	13
	0
	0
	0

	GO:0048367
	Shoot system development
	19
	85
	12
	0
	0
	0

	GO:0048513
	Organ development
	0
	113
	0
	0
	0
	0

	GO:0048519
	Negative regulation of biological process
	30
	103
	0
	0
	0
	0

	GO:0048608
	Reproductive structure development
	0
	76
	0
	0
	0
	0

	GO:0048827
	Phyllome development
	0
	50
	5
	0
	0
	0

	GO:0050793
	Regulation of developmental process
	0
	75
	0
	0
	0
	0

	GO:0055085
	Transmembrane transport
	15
	102
	9
	0
	0
	0

	GO:0055114
	Oxidation-reduction process
	6
	70
	6
	0
	0
	0

	GO:0071555
	Cell wall organization
	11
	45
	4
	0
	3
	0

	GO:0072593
	Reactive oxygen species metabolic process
	0
	49
	0
	0
	0
	0


Supplementary 6.2. GOCC for clustering set I.
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0000151
	Ubiquitin ligase complex
	6
	12
	0
	0
	0
	0

	GO:0005618
	Cell wall
	5
	29
	15
	2
	3
	1

	GO:0005737
	Cytoplasm
	126
	1,055
	108
	0
	17
	12

	GO:0005746
	Mitochondrial respiratory chain
	0
	24
	0
	0
	0
	0

	GO:0005774
	Vacuolar membrane
	2
	20
	1
	0
	1
	0

	GO:0005840
	Ribosome
	0
	130
	0
	0
	0
	0

	GO:0005874
	Microtubule
	1
	0
	0
	0
	0
	0

	GO:0009579
	Thylakoid
	2
	51
	5
	0
	1
	0

	GO:0010008
	Endosome membrane
	2
	16
	0
	0
	0
	0

	GO:0016021
	Integral component of membrane
	3
	26
	2
	0
	1
	0

	GO:0030076
	Light-harvesting complex
	0
	1
	0
	0
	0
	0

	GO:0030658
	Transport vesicle membrane
	0
	2
	0
	0
	0
	0

	GO:0030880
	RNA polymerase complex
	1
	0
	0
	0
	0
	0

	GO:0031225
	Anchored component of membrane
	0
	8
	1
	0
	0
	0

	GO:0031965
	Nuclear membrane
	0
	1
	0
	0
	0
	0

	GO:0031966
	Mitochondrial membrane
	0
	46
	0
	0
	0
	0

	GO:0043231
	Intracellular membrane-bounded organelle
	191
	1,279
	0
	0
	0
	13

	GO:0045273
	Respiratory chain complex II
	0
	1
	0
	0
	0
	0

	GO:0045281
	Succinate dehydrogenase complex
	0
	1
	0
	0
	0
	0

	GO:0048500
	Signal recognition particle
	0
	1
	0
	0
	0
	0





Supplementary 6.3. GOMF for clustering set I..
	GO ID
	GO term
	C1
	C2
	C3
	C4
	C5
	C6

	GO:0000166
	Nucleotide binding
	113
	174
	25
	0
	6
	0

	GO:0003676
	Nucleic acid binding
	51
	312
	19
	0
	0
	0

	GO:0004497
	Monooxygenase activity
	0
	11
	0
	0
	2
	0

	GO:0004857
	Enzyme inhibitor activity
	0
	13
	2
	0
	0
	0

	GO:0008047
	Enzyme activator activity
	0
	8
	0
	0
	0
	0

	GO:0008092
	Cytoskeletal protein binding
	0
	15
	0
	0
	0
	0

	GO:0008233
	Peptidase activity
	0
	48
	0
	0
	2
	0

	GO:0008565
	Protein transporter activity
	0
	7
	0
	0
	0
	0

	GO:0015144
	Carbohydrate transmembrane transporter activity
	0
	16
	1
	0
	0
	0

	GO:0016627
	Oxidoreductase activity, acting on the CH-CH group of donors
	0
	12
	0
	0
	0
	0

	GO:0016651
	Oxidoreductase activity, acting on NAD(P)H
	0
	12
	0
	0
	0
	0

	GO:0016705
	Oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen
	0
	17
	0
	0
	2
	0

	GO:0016746
	Transferase activity, transferring acyl groups
	2
	23
	0
	0
	0
	0

	GO:0016757
	Transferase activity, transferring glycosyl groups
	7
	37
	11
	0
	8
	0

	GO:0016772
	Transferase activity, transferring phosphorus-containing groups
	0
	89
	0
	0
	0
	0

	GO:0016788
	Hydrolase activity, acting on ester bonds
	8
	62
	0
	0
	0
	0

	GO:0016798
	Hydrolase activity, acting on glycosyl bonds
	0
	25
	10
	0
	5
	0

	GO:0016820
	Hydrolase activity, acting on acid anhydrides, catalyzing transmembrane movement of substances
	0
	19
	0
	0
	0
	0

	GO:0016846
	Carbon-sulfur lyase activity
	0
	9
	0
	0
	0
	0

	GO:0016866
	Intramolecular transferase activity
	0
	7
	0
	0
	0
	0

	GO:0019787
	Ubiquitin-like protein transferase activity
	0
	48
	0
	0
	0
	0

	GO:0019899
	Enzyme binding
	0
	24
	0
	0
	0
	0

	GO:0022891
	Substrate-specific transmembrane transporter Activity
	0
	100
	0
	0
	0
	0

	GO:0042802
	Identical protein binding
	0
	13
	4
	0
	0
	0

	GO:0046983
	Protein dimerization activity
	2
	28
	0
	0
	0
	0

	GO:0050662
	Coenzyme binding
	0
	31
	0
	0
	0
	0

	GO:0051536
	Iron-sulfur cluster binding
	0
	12
	0
	0
	0
	0




Supplementary 6.4. KEGG for clustering set Ⅰ.
	Major classification
	Sub classification
	C1
	C2
	C3
	C4
	C5
	C6

	Cellular processes
	Transport and catabolism
	14
	99
	12
	1
	0
	2

	Environmental information processing
	Signal transduction
	16
	70
	7
	2
	6
	2

	Genetic information processing
	Translation
	18
	212
	3
	0
	1
	0

	Genetic information processing
	Folding, sorting and degradation
	22
	137
	26
	0
	2
	11

	Metabolism
	Energy metabolism
	9
	87
	3
	1
	0
	0

	Metabolism
	Amino acid metabolism
	9
	98
	11
	2
	5
	0

	Metabolism
	Carbohydrate metabolism
	26
	245
	19
	4
	19
	0

	Metabolism
	Lipid metabolism
	6
	59
	9
	0
	3
	0

	Metabolism
	Biosynthesis of other secondary metabolites
	38
	554
	46
	12
	29
	0

	Metabolism
	Nucleotide metabolism
	5
	37
	4
	0
	0
	0

	Metabolism
	Metabolism of cofactors and vitamins
	1
	34
	1
	1
	0
	0

	Metabolism
	Overview
	11
	159
	6
	2
	0
	0

	Organismal systems
	Environmental adaptation
	68
	73
	13
	0
	5
	2




