Supplementary Table S2. Number of genes used for transcript annotation based on Phytozom.

	Species 
	Number of genes
	  Percent (%)
	  Jung et al., 2017 (%)

	Vitis vinifera
	18,789
	23.72
	20.19

	Theobroma cacao
	9,952
	12.56
	 11.06

	Manihot esculenta
	5,725
	7.23
	7.19

	Prunus persica
	5,607
	7.08
	  6.67

	Solanum tuberosum
	4,735
	5.98
	   5.72

	Populus trichocarpa
	4,225
	5.33
	   6.09

	Solanum lycopersicum
	3,292
	4.16
	   4.81

	Ricinus communis
	3,190
	4.03
	   4.57

	Citrus sinensis
	3,189
	4.03
	   4.22

	Citrus clementina
	2,730
	3.45
	   3.28

	Gossypium raimondii
	2,366
	2.99
	   3.50

	Mimulus guttatus
	2,300
	2.90
	   3.26

	Eucalyptus grandis
	2,156
	2.72
	   2.50

	Carica papaya
	2,053
	2.59
	   2.88

	Malus domestica
	1,593
	2.01
	   2.64

	Etc. (species: 27)
	7,309
	9.23
	  11.44

	Total
	79,211
	100.00
	  100.00
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